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Peer-reviewed Articles



2024

	The multimodality cell segmentation challenge: toward universal solutions

Ma J, Xie R, Ayyadhury S, Ge C, Gupta A, Gupta R, Gu S, Zhang Y, Lee G, Kim J, Lou W, Li H, Upschulte E, Dickscheid T, de Almeida JG, Wang Y, Han L, Yang X, Labagnara M, Gligorovski V, Scheder M, Rahi SJ, Kempster C, Pollitt A, Espinosa L, Mignot T, Middeke JM, Eckardt JN, Li W, Li Z, Cai X, Bai B, Greenwald NF, Van Valen D, Weisbart E, Cimini BA, Cheung T, Brück O, Bader GD, Wang B

Nat Methods. 2024 Mar 26

PubMed Abstract - PDF

COMPUTER VISION,SINGLE CELL GENOMICS



 

	Integrated transcriptomics uncovers an enhanced association between the prion protein gene expression and vesicle dynamics signatures in glioblastomas

Boccacino JM, Dos Santos Peixoto R, Fernandes CFL, Cangiano G, Sola PR, Coelho BP, Prado MB, Melo-Escobar MI, de Sousa BP, Ayyadhury S, Bader GD, Shinjo SMO, Marie SKN, da Rocha EL, Lopes MH

 BMC Cancer. 2024 Feb 13;24(1):199

PubMed Abstract - PDF

SINGLE CELL GENOMICS



  

	Single-cell and spatial transcriptomics characterisation of the immunological landscape in the healthy and PSC human liver 

 Andrews TS, Nakib D, Perciani CT, Ma XZ, Liu L, Winter E, Camat D, Chung SW, Lumanto P, Manuel J, Mangroo S, Hansen B, Arpinder B, Thoeni C, Sayed B, Feld J, Gehring A, Gulamhusein A, Hirschfield GM, Ricciuto A, Bader GD, McGilvray ID, MacParland S

J Hepatol. 2024 Jan 4:S0168-8278(24)00003-5

PubMed Abstract - PDF

 SINGLE CELL GENOMICS



  




2023

	Single-nucleus multiomic atlas of frontal cortex in amyotrophic lateral sclerosis with a deep learning-based decoding of alternative polyadenylation mechanisms

McKeever PM, Sababi AM, Sharma R, Khuu N, Xu Z, Shen SY, Xiao S, McGoldrick P, Orouji E, Ketela T, Sato C, Moreno D, Visanji N, Kovacs GG, Keith J, Zinman L, Rogaeva E, Goodarzi H, Bader GD, Robertson J

  bioRxiv [Preprint]. 2023 Dec 23,2023

 PubMed Abstract - PDF

 SINGLE CELL GENOMICS



  

	Spatially Resolved Gene Expression Prediction from Histology Images via Bi-modal Contrastive Learning

 Xie R, Pang K, Chung SW, Perciani C, MacParland S, Wang B, Bader GD

Proceedings of the Thirty-seventh Conference on Neural Information Processing Systems

arXiv -PDF

Poster 

SPATIAL TRANSCRIPTOMICS



 

	Adversarial training improves model interpretability in single-cell RNA-seq analysis

Sadria M, Layton A, Bader GD 

Bioinform Adv. 2023 Nov 23;3(1)

PubMed Abstract -  PDF

SINGLE CELL GENOMICS



  

	Open Domain Multi-document Summarization: A Comprehensive Study of Model Brittleness under Retrieval

Giorgi J, Soldaini L, Wang B, Bader G, Lo K, Wang L, and  Cohan A

 Findings of the Association for Computational Linguistics: EMNLP Dec 2023, pages 8177–8199

arXiv. 2022 Dec 20

PDF 

NATURAL LANGUAGE PROCESSING



 

	A rat liver cell atlas reveals intrahepatic myeloid heterogeneity 

Pouyabahar D, Chung SW, Pezzutti OI, Perciani CT, Wang X, Ma XZ, Jiang C, Camat D, Chung T, Sekhon M, Manuel J, Chen XC, McGilvray ID, MacParland SA, Bader GD

iScience. 2023 Oct 14;26(11):108213

PubMed Abstract -  PDF 

SINGLE CELL GENOMICS



  

	Fate specification of GFAP-negative primitive neural stem cells and their progeny at clonal resolution

Yammine S, Burns I, Gosio J, Peluso A, Merritt D, Innes B, Coles B, Yan WR, Bader GD, Morshead C, van der Kooy D

Stem Cells Dev. 2023 Oct;32(19-20):606-621

PubMed Abstract -  PDF 

SINGLE CELL GENOMICS



 

	Distinct shared and compartment-enriched oncogenic networks drive primary versus metastatic breast cancer

Jiang Z, Ju Y, Ali A, Chung PED, Skowron P, Wang DY, Shrestha M, Li H, Liu JC, Vorobieva I, Ghanbari-Azarnier R, Mwewa E, Koritzinsky M, Ben-David Y, Woodgett JR, Perou CM, Dupuy A, Bader GD, Egan SE, Taylor MD, Zacksenhaus E

Nat Commun. 2023 Jul 18;14(1):4313

PubMed Abstract -  PDF 

PATHWAY AND NETWORK ANALYSIS



 

	Robust segregation of donor and recipient cells from single-cell RNA-sequencing of transplant samples

Wilson GW, Duong A, Moshkelgosha S, Bader G, Keshavjee S, Martinu T, Juvet SC, Yeung JC

Front. Transplant., 12 June 2023 Volume 2 - 2023

PDF 

SINGLE CELL GENOMICS



 

	MAESTER: Masked Autoencoder Guided Segmentation at Pixel Resolution for Accurate, Self-Supervised Subcellular Structure Recognition

Xie R, Pang K, Bader GD, Wang B

 Proceedings of the IEEE/CVF Conference on Computer Vision and Pattern Recognition (CVPR), 2023, pp. 3292-3301

PDF 

COMPUTER VISION



 

	Multiplatform molecular profiling uncovers two subgroups of malignant peripheral nerve sheath tumors with distinct therapeutic vulnerabilities

Suppiah S, Mansouri S, Mamatjan Y, Liu JC, Bhunia MM, Patil V, Rath P, Mehani B, Heir P, Bunda S, Velez-Reyes GL, Singh O, Ijad N, Pirouzmand N, Dalcourt T, Meng Y, Karimi S, Wei Q, Nassiri F, Pugh TJ, Bader GD, Aldape KD, Largaespada DA, Zadeh G

Nat Commun. 2023 May 10;14(1):2696

PubMed Abstract -  PDF 

PATHWAY AND NETWORK ANALYSIS



 

	Multi-scale systems genomics analysis predicts pathways, cell types, and drug targets involved in normative variation in peri-adolescent human cognition

 Pai S, Hui S, Weber P, Narayan S, Whitley O, Li P, Labrie V, Baumbach J, Wheeler AL, Bader GD

Cereb Cortex. 2023 Apr 27

PubMed Abstract -  PDF 

PRECISION MEDICINE



 

	Genotyping SARS-CoV-2 Variants Using Ratiometric Nucleic Acid Barcode Panels

Kozlowski HN, Malekjahani A, Li VYC, Lekuti AA, Perusini S, Bell NG, Voisin V, Pouyabahar D, Pai S, Bader GD, Mubareka S, Gubbay JB, Chan WCW

Anal Chem. 2023 Apr 11;95(14):5877-5885

PubMed Abstract -  PDF 

COVID-19



 

	Cytoscape.js 2023 update: a graph theory library for visualisation and analysis. Bioinformatics

Franz M, Lopes CT, Fong D, Kucera M, Cheung M, Siper MC, Huck G, Dong Y, Sumer O, Bader GD

  Bioinformatics 2023 Jan 1;39(1) 

PubMed Abstract -  PDF 

PATHWAY AND NETWORK ANALYSIS



 




2022

	Single-cell profiling of healthy human kidney reveals features of sex-based transcriptional programs and tissue-specific immunity

 McEvoy CM, Murphy JM, Zhang L, Clotet-Freixas S, Mathews JA, An J, Karimzadeh M, Pouyabahar D, Su S, Zaslaver O, Röst H, Arambewela R, Liu LY, Zhang S, Lawson KA, Finelli A, Wang B, MacParland SA, Bader GD, Konvalinka A, Crome SQ

Nat Commun. 2022 Dec 10;13(1):7634

PubMed Abstract -  PDF

SINGLE CELL GENOMICS



 

	Loss of Epigenetic Regulation Disrupts Lineage Integrity, Induces Aberrant Alveogenesis, and Promotes Breast Cancer

Langille E, Al-Zahrani KN, Ma Z, Liang M, Uuskula-Reimand L, Espin R, Teng K, Malik A, Bergholtz H, Ghamrasni SE, Afiuni-Zadeh S, Tsai R, Alvi S, Elia A, Lü Y, Oh RH, Kozma KJ, Trcka D, Narimatsu M, Liu JC, Nguyen T, Barutcu S, Loganathan SK, Bremner R, Bader GD, Egan SE, Cescon DW, Sørlie T, Wrana JL, Jackson HW, Wilson MD, Witkiewicz AK, Knudsen ES, Pujana MA, Wahl GM, Schramek D

Cancer Discov. 2022 Dec 2;12(12):2930-2953

PubMed Abstract -  PDF

CANCER MUTATIONS



 

	Neuron-specific protein network mapping of autism risk genes identifies shared biological mechanisms and disease-relevant pathologies

Murtaza N, Cheng AA, Brown CO, Meka DP, Hong S, Uy JA, El-Hajjar J, Pipko N, Unda BK, Schwanke B, Xing S, Thiruvahindrapuram B, Engchuan W, Trost B, Deneault E, Calderon de Anda F, Doble BW, Ellis J, Anagnostou E, Bader GD, Scherer SW, Lu Y, Singh KK

Cell Rep. 2022 Nov 22;41(8):111678

PubMed Abstract -  PDF

PATHWAY AND NETWORK ANALYSIS



 

	Neurons and glial cells acquire a senescent signature after repeated mild traumatic brain injury in a sex-dependent manner

Schwab N, Taskina D, Leung E, Innes BT, Bader GD, Hazrati LN

Front Neurosci. 2022 Nov 3;16:1027116

 PubMed Abstract -  PDF

SINGLE CELL GENOMICS



 

	BIONIC: biological network integration using convolutions

Forster DT, Li SC, Yashiroda Y, Yoshimura M, Li Z, Isuhuaylas LAV, Itto-Nakama K, Yamanaka D, Ohya Y, Osada H, Wang B, Bader GD, Boone C

Nat Methods. 2022 Oct;19(10):1250-1261

PubMed Abstract -  PDF

PATHWAY AND NETWORK ANALYSIS



 

	Single-cell atlas of human liver development reveals pathways directing hepatic cell fates

Wesley BT, Ross ADB, Muraro D, Miao Z, Saxton S, Tomaz RA, Morell CM, Ridley K, Zacharis ED, Petrus-Reurer S, Kraiczy J, Mahbubani KT, Brown S, Garcia-Bernardo J, Alsinet C, Gaffney D, Horsfall D, Tysoe OC, Botting RA, Stephenson E, Popescu DM, MacParland S, Bader G, McGilvray ID, Ortmann D, Sampaziotis F, Saeb-Parsy K, Haniffa M, Stevens KR, Zilbauer M, Teichmann SA, Vallier L

Nat Cell Biol. 2022 Oct;24(10):1487-1498

PubMed Abstract -  PDF

SINGLE CELL GENOMICS



 

	Loss of epigenetic regulation disrupts lineage integrity, induces aberrant alveogenesis and promotes breast cancer

 Langille E, Al-Zahrani KN, Ma Z, Liang M, Uuskula-Reimand L, Espin R, Teng K, Malik A, Bergholtz H, El Ghamrasni S, Afiuni-Zadeh S, Tsai R, Alvi S, Elia A, Lu Y, Oh RH, Kozma KJ, Trcka D, Narimatsu M, Liu JC, Nguyen T, Barutcu S, Loganathan SK, Bremner R, Bader GD, Egan SE, Cescon DW, Sorlie T, Wrana JL, Jackson HW, Wilson MD, Witkiewicz AK, Knudsen ES, Pujana MA, Wahl GM, Schramek D

Cancer Discov. 2022 Sep 15

PubMed Abstract -  PDF

SINGLE CELL GENOMICS



 

	PLAG1 dampens protein synthesis to promote human hematopoietic stem cell self-renewal

Keyvani Chahi A, Belew MS, Xu J, Chen HTT, Rentas S, Voisin V, Krivdova G, Lechman E, Marhon SA, De Carvalho DD, Dick JE, Bader GD, Hope KJ

Blood. 2022 Sep 1;140(9):992-1008

PubMed Abstract -  PDF

PATHWAY AND NETWORK ANALYSIS



 

	Modeling human multi-lineage heart field development with pluripotent stem cells

Yang D, Gomez-Garcia J, Funakoshi S, Tran T, Fernandes I, Bader GD, Laflamme MA, Keller GM

 Cell Stem Cell. 2022 Sep 1;29(9):1382-1401

PubMed Abstract -  PDF

SINGLE CELL GENOMICS



 

	Unraveling the Complexity of Liver Disease One Cell at a Time

Atif J, Thoeni C, Bader GD, McGilvray ID, MacParland SA

Semin Liver Dis. 2022 Aug;42(3):250-270

PubMed Abstract -  PDF

SINGLE CELL GENOMICS



 

	Uncovering the Contribution of Moderate-Penetrance Susceptibility Genes to Breast Cancer by Whole-Exome Sequencing and Targeted Enrichment Sequencing of Candidate Genes in Women of European Ancestry

Dumont M, Weber-Lassalle N, Joly-Beauparlant C, Ernst C, Droit A, Feng BJ, Dubois S, Collin-Deschesnes AC, Soucy P, Vallée M, Fournier F, Lemaçon A, Adank MA, Allen J, Altmüller J, Arnold N, Ausems MGEM, Berutti R, Bolla MK, Bull S, Carvalho S, Cornelissen S, Dufault MR, Dunning AM, Engel C, Gehrig A, Geurts-Giele WRR, Gieger C, Green J, Hackmann K, Helmy M, Hentschel J, Hogervorst FBL, Hollestelle A, Hooning MJ, Horváth J, Ikram MA, Kaulfuß S, Keeman R, Kuang D, Luccarini C, Maier W, Martens JWM, Niederacher D, Nürnberg P, Ott CE, Peters A, Pharoah PDP, Ramirez A, Ramser J, Riedel-Heller S, Schmidt G, Shah M, Scherer M, Stäbler A, Strom TM, Sutter C, Thiele H, van Asperen CJ, van der Kolk L, van der Luijt RB, Volk AE, Wagner M, Waisfisz Q, Wang Q, Wang-Gohrke S, Weber BHF, Genome Of The Netherlands Project, Ghs Study Group, Devilee P, Tavtigian S, Bader GD, Meindl A, Goldgar DE, Andrulis IL, Schmutzler RK, Easton DF, Schmidt MK, Hahnen E, Simard J

Cancers (Basel). 2022 Jul 11;14(14)

PubMed Abstract - PDF

CANCER MUTATIONS



 

	Comprehensive multi-cohort transcriptional meta-analysis of muscle diseases identifies a signature of disease severity

Walsh CJ, Batt J, Herridge MS, Mathur S, Bader GD, Hu P, Khatri P, Dos Santos CC

Sci Rep. 2022 Jul 4;12(1):11260

PubMed Abstract - PDF

PATHWAY AND NETWORK ANALYSIS



 

	OpenPIP: An Open-source Platform for Hosting, Visualizing and Analyzing Protein Interaction Data

Helmy M, Mee M, Ranjan A, Hao T, Vidal M, Calderwood MA, Luck K, Bader GD

J Mol Biol. 2022 Jun 15;434(11):167603

PubMed Abstract - PDF

PROTEIN INTERACTION



 

	The metabolic enzyme hexokinase 2 localizes to the nucleus in AML and normal haematopoietic stem and progenitor cells to maintain stemness

Thomas GE, Egan G, García-Prat L, Botham A, Voisin V, Patel PS, Hoff FW, Chin J, Nachmias B, Kaufmann KB, Khan DH, Hurren R, Wang X, Gronda M, MacLean N, O'Brien C, Singh RP, Jones CL, Harding SM, Raught B, Arruda A, Minden MD, Bader GD, Hakem R, Kornblau S, Dick JE, Schimmer AD

 Nat Cell Biol. 2022 Jun 6

PubMed Abstract - PDF

PATHWAY AND NETWORK ANALYSIS



 

	A sequence-to-sequence approach for document-level relation extraction

Giorgi, John and Bader, Gary and Wang, Bo

BioNLP @ ACL May 2022

ACL Anthology - PDF

NATURAL LANGUAGE PROCESSING



 

	Identification of the global miR-130a targetome reveals a role for TBL1XR1 in hematopoietic stem cell self-renewal and t(8;21) AML

Krivdova G, Voisin V, Schoof EM, Marhon SA, Murison A, McLeod JL, Gabra MM, Zeng AGX, Aigner S, Yee BA, Shishkin AA, Van Nostrand EL, Hermans KG, Trotman-Grant AC, Mbong N, Kennedy JA, Gan OI, Wagenblast E, De Carvalho DD, Salmena L, Minden MD, Bader GD, Yeo GW, Dick JE, Lechman ER

Cell Rep. 2022 Mar 8;38(10)

PubMed Abstract - PDF

PATHWAY AND NETWORK ANALYSIS



 

	IPO11 regulates the nuclear import of BZW1/2 and is necessary for AML cells and stem cells

Nachmias B, Khan DH, Voisin V, Mer AS, Thomas GE, Segev N, St-Germain J, Hurren R, Gronda M, Botham A, Wang X, Maclean N, Seneviratne AK, Duong N, Xu C, Arruda A, Orouji E, Algouneh A, Hakem R, Shlush L, Minden MD, Raught B, Bader GD, Schimmer AD

 Leukemia. 2022 Feb 12

PubMed Abstract - PDF

PATHWAY AND NETWORK ANALYSIS



 

	A Shared Transcriptional Identity for Forebrain and Dentate Gyrus Neural Stem Cells from Embryogenesis to Adulthood

Borrett MJ, Tahmasian N, Innes BT, Bader GD, Kaplan DR, Miller FD

eNeuro. 2022 Jan 13:ENEURO.0271-21.2021

PubMed Abstract - PDF

SINGLE CELL GENOMICS



 

	Hypophosphorylated pRb knock-in mice exhibit hallmarks of aging and vitamin C-preventable diabetes

Jiang Z, Li H, Schroer SA, Voisin V, Ju Y, Pacal M, Erdmann N, Shi W, Chung PED, Deng T, Chen NJ, Ciavarra G, Datti A, Mak TW, Harrington L, Dick FA, Bader GD, Bremner R, Woo M, Zacksenhaus E

EMBO J. 2022 Jan 13

PubMed Abstract - PDF

PATHWAY AND NETWORK ANALYSIS



 




2021

	Temporal profiling of therapy resistance in human medulloblastoma identifies novel targetable drivers of recurrence

Bakhshinyan D, Adile AA, Liu J, Gwynne WD, Suk Y, Custers S, Burns I, Singh M, McFarlane N, Subapanditha MK, Qazi MA, Vora P, Kameda-Smith MM, Savage N, Desmond KL, Tatari N, Tran D, Seyfrid M, Hope K, Bock NA, Venugopal C, Bader GD, Singh SK

Sci Adv. 2021 Dec 10;7(50)

PubMed Abstract - PDF

PATHWAY AND NETWORK ANALYSIS



 

	Author-sourced capture of pathway knowledge in computable form using Biofactoid

Wong JV, Franz M, Siper MC, Fong D, Durupinar F, Dallago C, Luna A, Giorgi J, Rodchenkov I, Babur Ö, Bachman JA, Gyori BM, Demir E, Bader GD, Sander C

Elife. 2021 Dec 3;10

PubMed Abstract - PDF

SOFTWARE



 

	Single-Cell, Single-Nucleus, and Spatial RNA Sequencing of the Human Liver Identifies Cholangiocyte and Mesenchymal Heterogeneity

Andrews TS, Atif J, Liu JC, Perciani CT, Ma XZ, Thoeni C, Slyper M, Eraslan G, Segerstolpe A, Manuel J, Chung S, Winter E, Cirlan I, Khuu N, Fischer S, Rozenblatt-Rosen O, Regev A, McGilvray ID, Bader GD, MacParland SA

Hepatol Commun. 2021 Nov 18

PubMed Abstract - PDF

SINGLE CELL GENOMICS



 

	The Reactome pathway knowledgebase 2022

Gillespie M, Jassal B, Stephan R, Milacic M, Rothfels K, Senff-Ribeiro A, Griss J, Sevilla C, Matthews L, Gong C, Deng C, Varusai T, Ragueneau E, Haider Y, May B, Shamovsky V, Weiser J, Brunson T, Sanati N, Beckman L, Shao X, Fabregat A, Sidiropoulos K, Murillo J, Viteri G, Cook J, Shorser S, Bader G, Demir E, Sander C, Haw R, Wu G, Stein L, Hermjakob H, D'Eustachio P

Nucleic Acids Res. 2021 Nov 12

PubMed Abstract - PDF

PATHWAY DATABASE



 

	A flexible search system for high-accuracy identification of biological entities and molecules

Franz M, Wong JV, Siper MC, Dallago C,Giorgi J, Demir E, Chris Sander C, Bader GD

 Journal of Open Source Software, 6(67), 3756

PubMed Abstract - PDF

SOFTWARE



 

	A microfluidic platform enables comprehensive gene expression profiling of mouse retinal stem cells

Coles BLK, Labib M, Poudineh M, Innes BT, Belair-Hickey J, Gomis S, Wang Z, Bader GD, Sargent EH, Kelley SO, van der Kooy D

Lab Chip. 2021 Oct 15

PubMed Abstract - PDF

SINGLE CELL GENOMICS



 

	A roadmap for the Human Developmental Cell Atlas

Haniffa M, Taylor D, Linnarsson S, Aronow BJ, Bader GD, Barker RA, Camara PG, Camp JG, Chédotal A, Copp A, Etchevers HC, Giacobini P, Göttgens B, Guo G, Hupalowska A, James KR, Kirby E, Kriegstein A, Lundeberg J, Marioni JC, Meyer KB, Niakan KK, Nilsson M, Olabi B, Pe'er D, Regev A, Rood J, Rozenblatt-Rosen O, Satija R, Teichmann SA, Treutlein B, Vento-Tormo R, Webb S

 Nature. 2021 Sep;597(7875):196-205

 PubMed Abstract - PDF

SINGLE CELL GENOMICS



 

	A clinically applicable integrative molecular classification of meningiomas

Nassiri F, Liu J, Patil V, Mamatjan Y, Wang JZ, Hugh-White R, Macklin AM, Khan S, Singh O, Karimi S, Corona RI, Liu LY, Chen CY, Chakravarthy A, Wei Q, Mehani B, Suppiah S, Gao A, Workewych AM, Tabatabai G, Boutros PC, Bader GD, de Carvalho DD, Kislinger T, Aldape K, Zadeh G

Nature. 2021 Aug 25

PubMed Abstract - PDF

SINGLE CELL GENOMICS



 

	DeCLUTR: Deep Contrastive Learning for Unsupervised Textual Representations

John Giorgi, Osvald Nitski, Bo Wang, Gary Bader

ACL/IJCNLP. 2021 Aug 1

ACL Anthology - PDF

NATURAL LANGUAGE PROCESSING



 

	TFEB-mediated endolysosomal activity controls human hematopoietic stem cell fate

García-Prat L, Kaufmann KB, Schneiter F, Voisin V, Murison A, Chen J, Chan-Seng-Yue M, Gan OI, McLeod JL, Smith SA, Shoong MC, Parris D, Pan K, Zeng AGX, Krivdova G, Gupta K, Takayanagi SI, Wagenblast E, Wang W, Lupien M, Schroeder T, Xie SZ, Dick JE

Cell Stem Cell. 2021 Jul 28:S1934-5909(21)00288-5.

PubMed Abstract - PDF

PATHWAY AND NETWORK ANALYSIS



 

	Nicotinamide phosphoribosyltransferase inhibitors selectively induce apoptosis of AML stem cells by disrupting lipid homeostasis

Subedi A, Liu Q, Ayyathan DM, Sharon D, Cathelin S, Hosseini M, Xu C, Voisin V, Bader GD, D'Alessandro A, Lechman ER, Dick JE, Minden MD, Wang JCY, Chan SM

Cell Stem Cell. 2021 Jul 12:S1934-5909(21)

PubMed Abstract - PDF

PATHWAY AND NETWORK ANALYSIS



 

	Control of tissue development and cell diversity by cell cycle dependent transcriptional filtering

Abou Chakra M, Isserlin R, Tran TN, Bader GD

 Elife. 2021 Jul 2;10:e64951

PubMed Abstract - PDF

MATHEMATICAL MODELLING



 

	scNetViz: from single cells to networks using Cytoscape

Choudhary K, Meng EC, Diaz-Mejia JJ, Bader GD, Pico AR, Morris JH

F1000Res. 2021 Jun 7;10:ISCB Comm J-448

PubMed Abstract - PDF

SINGLE CELL GENOMICS

PATHWAY AND NETWORK ANALYSIS



 

	Surveilling and Tracking COVID-19 Patients Using a Portable Quantum Dot Smartphone Device

Zhang Y, Malekjahani A, Udugama BN, Kadhiresan P, Chen H, Osborne M, Franz M, Kucera M, Plenderleith S, Yip L, Bader GD, Tran V, Gubbay JB, McGeer A, Mubareka S, Chan WCW

 Nano Lett. 2021 Jun 10

PubMed Abstract - PDF

COVID-19



 

	Generation of mature compact ventricular cardiomyocytes from human pluripotent stem cells

Funakoshi S, Fernandes I, Mastikhina O, Wilkinson D, Tran T, Dhahri W, Mazine A, Yang D, Burnett B, Lee J, Protze S, Bader GD, Nunes SS, Laflamme M, Keller G

 Nat Commun. 2021 May 26;12(1):3155

PubMed Abstract - PDF

PATHWAY AND NETWORK ANALYSIS



 

	Tutorial: guidelines for annotating single-cell transcriptomic maps using automated and manual methods

 Clarke ZA, Andrews TS, Atif J, Pouyabahar D, Innes BT, MacParland SA, Bader GD

 Nat Protoc. 2021 May 24.

PubMed Abstract - PDF

SINGLE CELL GENOMICS



 

	SBGN Bricks Ontology as a tool to describe recurring concepts in molecular networks

Rougny A, Touré V, Albanese J, Waltemath D, Shirshov D, Sorokin A, Bader GD, Blinov ML, Mazein A

Brief Bioinform. 2021 Mar 24

PubMed Abstract - PDF

DATA STANDARDS 



 

	Distinct DNA methylation patterns associated with treatment resistance in metastatic castration resistant prostate cancer

Peter MR, Bilenky M, Davies A, Isserlin R, Bader GD, Fleshner NE, Hirst M, Zoubeidi A, Bapat B

 Sci Rep. 2021 Mar 23;11(1):6630

PubMed Abstract - PDF

PATHWAY AND NETWORK ANALYSIS



 

	The transcriptional landscape of Shh medulloblastoma

Skowron P, Farooq H, Cavalli FMG, Morrissy AS, Ly M, Hendrikse LD, Wang EY, Djambazian H, Zhu H, Mungall KL, Trinh QM, Zheng T, Dai S, Stucklin ASG, Vladoiu MC, Fong V, Holgado BL, Nor C, Wu X, Abd-Rabbo D, Bérubé P, Wang YC, Luu B, Suarez RA, Rastan A, Gillmor AH, Lee JJY, Zhang XY, Daniels C, Dirks P, Malkin D, Bouffet E, Tabori U, Loukides J, Doz FP, Bourdeaut F, Delattre OO, Masliah-Planchon J, Ayrault O, Kim SK, Meyronet D, Grajkowska WA, Carlotti CG, de Torres C, Mora J, Eberhart CG, Van Meir EG, Kumabe T, French PJ, Kros JM, Jabado N, Lach B, Pollack IF, Hamilton RL, Rao AAN, Giannini C, Olson JM, Bognár L, Klekner A, Zitterbart K, Phillips JJ, Thompson RC, Cooper MK, Rubin JB, Liau LM, Garami M, Hauser P, Li KKW, Ng HK, Poon WS, Yancey Gillespie G, Chan JA, Jung S, McLendon RE, Thompson EM, Zagzag D, Vibhakar R, Ra YS, Garre ML, Schüller U, Shofuda T, Faria CC, López-Aguilar E, Zadeh G, Hui CC, Ramaswamy V, Bailey SD, Jones SJ, Mungall AJ, Moore RA, Calarco JA, Stein LD, Bader GD, Reimand J, Ragoussis J, Weiss WA, Marra MA, Suzuki H, Taylor MD

Nat Commun. 2021 Mar 19;12(1):1749

PubMed Abstract - PDF

PATHWAY AND NETWORK ANALYSIS



 

	Biological and therapeutic implications of a unique subtype of NPM1 mutated AML

Mer AS, Heath EM, Madani Tonekaboni SA, Dogan-Artun N, Nair SK, Murison A, Garcia-Prat L, Shlush L, Hurren R, Voisin V, Bader GD, Nislow C, Rantalainen M, Lehmann S, Gower M, Guidos CJ, Lupien M, Dick JE, Minden MD, Schimmer AD, Haibe-Kains B
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